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2014, doi:
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3. Paramecium putrinum
(Ciliophora, Protozoa) :

The first insight into the
variation of two DNA
fragments - Molecular
suppoft for the existence
of cryptic species. Crarr.s

fleq. Molecular
Phylogenetics and
Evolution, 20I4, v.
73, J\b I

6 Tarcz S., Rautian M,,
Sawka N,, Beliavskaya
A,, Kiselev A.,
Nekrasova I.. PrzvboS E.

4 A two-locus molecular
characterization of
Paramecium calkinsi.
Crarrs

fleq, Protist, 2012, V.
163, J\b 2

ll PrzyboS E., Tarcz S,,

Rautian M., Prajer M.

5 Variation in ribosomal and
mitochondrial DNA
sequences demonstrates the
existence of intraspecific
groups in Paramecium
multimicronucleatum
(Ciliophora,
Oligohymenophorea),
Crars.s

fleq, Mol. Phylogenet.
Evol,, 2012, v. 63,
Ilb 2

10 Tarcz S., Rautian M.,
PrzyboS E.

6. Identification of
Paramecium bursaria
syngens through molecular
markers comparative
analysis of three loci in the
nuclear and mitochondrial
DNA, Crarr,q

lleq. Protist, 2012, V.
163, J\b 4

l5 Greczek-Stachura M.,
PrzyboS E., Rautian M.,
Skoblo I.. Tarcz S.

3uHreHeruqecxas
HECOBMECTLIMOCTb f EHOMOB

y raurf yaopuit P ar ame c ium
tetraurelia, Tesnctr

lleq. Tpy4rr VI Cregla
BOfuC, Pocros-
ua-{oHy, l5-
20.06.2014

I Herpacona I4.8.,
Crenauosa IO.A., Cusrx
4' [eu6u Vulrcc C.,
CneoluHr JI.. Mefteo 3.

8. New face of an old
symbiont: redescription of
Ho I o s p or a c ary op hil a, alpha
particles from P aramecium
aureli. Tesucrr

fle.r. Abstr. "Frontiers in
ciliate genome
evolution,
adaptation, and
symbiosis", Pisa,
Italv.2014

2 Nekrasova I., Schweikert
M., Kaltz O., Lebedeva
N., Petroni G,,
Schrallhammer M.

9. Initial observations of killer
effects produced by two
novel isolates of Caedibacter
sp., Tesucsr

fleq. Abstr. "Frontiers in
ciliate genome
evolution,
adaptation, and
symbiosis", Pisa,
Italv.2014

I Nekrasova I.,
Grevtseva I., Lebedeva
N., Kaltz O.

10 Epigenetic mating type
switch and beyond: hybrid
dysgenesis in Paramecium
tetraurelia, Teszcrr

lleq, Book of Abstr.
COST/GDRE
Meeting "Ciliates
as model systems
to study genome
evolution,
mechanisms of

I Nekrasova I
Singh D.,
Meyer E.
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adaptation",
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2013.

I Stepanova J., Nekrasova
I., Singh D.P., Denby
Wilkes C., Sperling L,,
Meyer E.

t2. The first intraspecific
variation analysis of
Paramecium putrinum
revealed by comparison of
two DNA fragments, Tesucrr

lleq. Book of Abstr.
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to study genome
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mechanisms of
non-Mendelian
inheritance and
environmental
adaptation",
Tallinn, Estonia,
2013.

Tarcz S., Rautian M.,
Przybos E,, Sawka N.,
Beliavskaya A.

1a
lJ. Hybrid dysgenesis in

Paramecium: a dark side to
the genome scanning
mechanism, Tesucrl

lleq. Book of Abstracts,
XIV International
Congress of
Protistology,
Vancouver,
Canada,2013

I Nekrasova L, Singh D.P.,
Stepanova J., Denby
Wilkes C., Sperling L.,
Meyer E.

14. Trans generational epigenetic
inheritance of Paramecium
mating types through
exaptation of the scnRNA
pathway, Tegncsr

fleq. Book of Abstracts,
XIV International
Congress of
Protistology,
Vancouver,
Canada,2013

I Singh D.P., Saudemont
B,, Guglielmi G., Amaiz
O., Gout J.-F., Prajer M.,
Przybos E,, Bhullar S.,

Bouhouche K., Lhuillier-
Akakpo M., Tanty V.,
Blugeon C., Alberti A.,
Labadie K,, Aury J.-M.,
Sperling L., Duharcourl
S,. Mever E.

15 Does scnRNA-mediated IES
recognition result in hybrid
dysgenesis in the
Paramecium aurelia
complex? Teguctr

fleq, Proc. FASEB SRC
"Ciliate Molecualr
Biology", 7-12 July
2013, Steamboat
Springs, Colorado,
USA

I Nekrasova I., Singh D.P.,
Stepanova J., Denby
Wilkes C., Pellerin G.,
Sperling L., Meyer E.

16, The scanRNA pathway: a
highly flexible mechanism
for non-Mendelian
inheritance of matins tvpes

lleq, Abstr,Book of
Keystone
Symposium "Gene
Silencing by Small

I Singh D,P., Guglielmi
G., Arnaiz O,, Gout J,F,,
Saudemont B.,
Bouhouche K.. Bhullar
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in the ciliate Paramecium
Aurelia, Tesucrr

RNAS',,
Vancouver,
Canada,2012

S., Lhuillier-Akakpo M.,
Tanty V,, Duharcourt S.,
Przybos E., Prajer M.,
Meyer E.

t7. .Genes involved in mating
type determination and
expression in Paramebium
tetraurelia, Tesucrr

lleq. Abstr.Book of
Keystone
Symposium "Gene
Silencing by Small
RNAS',,
Vancouver,
Canada,2012

Singh D.P., Guglielmi
G., Arnaiz O., Gout J.F.,
Saudemont B.,
Bouhouche K., Bhullar
S,, Lhuillier-Akakpo M.,
Tanty V., Duharcourt S.,
Przybos E,., Prajer M.,
Meyer E,

2. Yue6uo-MeroArrqecKrre rpyAr,r
Bupycolorur (yue6urErc) lleq. Canxr-llerep6ypr,

I4ss-no ClI6fY,
20t2

432. lluHennu A,B,,
fanpurona O,B.,
Cupornuu A.K.

T HAEHTA anIas c n.6):
Nb

nln
Haurraenonauze pa6orbr, ee BI,rA (Dopna

pa6orrt
Buxo4nrre

AaHHbre

O6rerra
B II.JI.

Coanroprr

t 3 4 5 6

1.H ayqHbre TpyAr,r
I fesou r,rHSysopara Paramecium cauda-

tumi aHarv's MeroAoM [yJrbc-
elercrpo$ope3a. crarb.rr

fle.{. fenernxa.
1999. T. 3s.
Ns 12.

8 Payruaa ,M.C.,
Bpzrre T,

2 Oupe4eleuze Mr,rHlrM€urbHofo pa3Mepa
Mr,rKpoxpoMocoM Kypr{qs Gallus gallus
domesticus MeroAoM rrynbc-
erercrpoQope3a, crarbq

fleq. fenernra.
200r. T. 31,
Irb 5.

4 flzuyrnn A.M,,
farrcusa C,A.,
llynuna E,.O.,

Payrnau M.C,,
PoauoHos A,B.

aJ. Electrokaryotypes of macronuclei of
several P aramecium species, crarbt

lleq, Journal of
Euka-ryotic
Microbiolog
y. 2002. V.
49. Nb 4.

9 Rautian M.S.

4. New European stands of Paramecium
pentaurelia, Paramecittm septaurelia,
and Paramecium dodecaurelia, genetic
and molecular studies, crarbq

IIeq. Folia
Biologica,
2005, v. 53,
Ilb 3-4.

6 PrzyboS E., Prajer
M., Greczek-
Stachura M.,
Fokin S., Rautian
M.

5, Occurrence of Paramecium species tn
Western Siberia, Russia. crarbfl

IIeq, Folia
Biologica,
2006, v. 54,
t\b 1-2.

5 Rautian M.,
Nekrasova I.,
Przybo6 E,

6 Polymorphism within Paramecium
sexaurelia (Ciliophora,
Oligohymenophorea) and description of
a new stand of the species in China,
cTarbf,

lleq. Folia
Biologica,
2007, v. 55,
Ns 3-4.

5 Przybo6 E.,
Rautian M.,
Greczek-Stachura
M.

7 Molecular studies on intra-specific
differentiation of Pqramecium
dodecaurelia, with description of new
stands of the species (Protozoa,
Ciliophora), , crarbq

lleq. Folia
Biologica,
2008, v. 56,
J\re 3-4

t4 PrzyboS E,,Tarcz
S,, Greczek-
Stachura M.,
Surmacz M,.
Rautian M.

8 I4Aenrndurcaunr Br,rpycoB xnopeJrJl B lleq, Murcpo6zolo 7 .f,qenxo B.B
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KJroHax Pqramecium bursaria Mero,troM
rrynbc-3JreKTpo$opesa,, crarbt

ru.a, 2008, r.
77, J\b 5

M.C. Payrr.rau,
A.B. MuryHoea,
K.B. Keurxo

9 Cpaanurelruoe oflllcaHr{e
'slenrpoQopernqecKrlx KapuorvnoB
MaKpoHyKJreyca nvrgoa-4noftHrzKoB
P ar ame c ium pr imaur e I ia u P ar ame c ium
novaurelia.. crarbq

lleq. I{urolorra.a,
2008, r. 50.
J\b 10.

l0 Hexpacona I,1,B.,

llpxu6oru E,,
PayrraaH M.C.

l0 Paramecium species of the Upper and
Lower Volga River basin, Russia, )

crarb.f,

lleq. Folia
Biologica
(Krakow),
2008, v. 56,
Ns 3-4

5 Przybo6 E,,
Rautian M.

ll Genetic diversity in the Paramecium
aurelia species complex, , crarbt

lleq. Molecular
Biology and
Evolution,
2009, v. 26,
i\b 2

1l Catania F.,
Wurmser F.,
Przybo$ E., Lynch
M,

t2. Species of the Paramecium aurelia
complex in Russia: new stands and
overall distribution, , crarbq

fleq. Folia
Biologica
(Krakow),
2010, v. 58,
Ns 1-2

6 Przybo$ E.,
Nekrasova L,
Yashchenko V,,
Rautian M.

1a
TJ Electrophoretic karyotype

polymorphism of sibling species of the
Paramecium qurelia complex, , crarb.q

fleq. Journal of
Eukaryotic
Microbiolog
y, 2010, v.
s7. Irb 6.

I4 Nekrasova I.,
PrzyboS E.,,

Rautian M,

2. Vqe6Ho-MeroAr.rqecKr{e rpyAr,r

8. lln4ercc Xnpura no Web of Science Core Collection r.rlu Scopus _8_ I _7
9. Koruqecrno ny6luxa\uir s 6a3ax AaHHbrx Web of Science Core Collection 6 utm
Scopus _6 zanocJreAHr4e rpr,t roAa.

10. onur HayrrHofo pyKoBoAcrBa rr KoHcynbrr4poBaHut (zalocneAHr{e 3 roAa):
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2 1) llonuruopQnsu nod-renor
Sinorhizobium meliloti - curu6uonron
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[oxropcrue
I.I,ICCepTAT\VU

9ucro BbrrrycKHr4KoB acrrr4paHryprr / qr4cro 3a[lr{Tr.rBrxr4xcs B opoK U

11. Onur y.re6no-ueroAr4qecKofi pa6orrr 3a nocnelHrze 3 roAa:

- qI4cJIo paspa6oraHHblx 14 peanlr3oBaHHbrx KypcoB (na-:nanue Kypca Lr Ha KaKoM
HalpaBneHur,r\cnequalbHocrlr pealzsonau)

Bnpycoloruq - o6qfifi xypc, 4 Kypc, HanpaBJreHlre <Buopa:noo6pa:ue>
I-\uroreHeruKa u feHoMI4Ka npoKapuor - Kypc c[equuurr43aquu,2 Kypc Marr4crparypbr, lrurcpo6uorornr
MolexynrpHafl,napa3vnoJlofu.rl 6axrepufi - Kypc cneqhzurr43aguu,2 Kypc Mafncrparypbr, rr,rurcpo6uolorul
MonexylrpHafl rlapa3urororl4.s rlporucroB - Kypc cnerrraanlr3aquu,2 Kypc Marr{crparypbt, rr,larcpo6zolorua

- rII4cJIo yue6uuxon, yre6Hux noco6ufi, [porreArrrprx peAaKrlr4oHHo-r.r3AarenbcKyro o6pa6orr<y
(nasnanze, Ha3BaHr4e r,r3A-Ba kI ropoA, roA ri3AaHrzq, KorI-Bo crpanuq)

Bupycolorul (yue6Hrlx), lllrHeeuq A.B., farpalona O.B., Cupornuu A,K., Ilorexrau A.A. Caurr-
flerep6ypr, I4gA-so Cll6fy, 2012,432 c.

12, Kowt'recrno 3asBoK, troAaHHbx 3a rrocneAHr,re rpr{ foAa, c {enbro rronrreHlrt
$raHancnpoBana:zr Ha BbrrroJrHeHr.re HayrrHbrx r{ccneAosaHr.,rfi :

- or poccuftcKlrx HayqHrrx Son4on 2 (PO(DI4)

- or 3apy6exHblx HayrIHbIX (fou4on 3

- tr3 rpyfrrx rrcrorrHlrKon I (uporpaMMa "Research in Pads", rpaHTbr Mspur,r llapzNa)

Korn'{ecreo AoroBopoB Ha BblrroJrHeHr4e HayqHbrx r,rccneAoBayuir, B Koropbrx 3a rrocJreAHze rpr4
rora npereuAeHT yqacrBoBan B KaqecrBe pyKoBoAr{TeJrfl (ornercreeHHoro rrcrroJrrrrrrenr), c
yKa3aHLIeM roAa 3aKJrIoqeHIrq, cpoKa, Ha3BaHrrg Il o6beMa QranaucupoBaHl{fl KaxAoro:

- or poccIlficKlrx HayqHux (fon4on 2

POOZ l3-04-01683a <fesrl rI,InoB cilapvBaHus, r4 3BoJrroqtffi cr,rcreM orpeAereHu-rr rroJroB y ranr[y:opnfi
Paramecium> (2013-2015 r., 870000 py6,).
POOZ l4-34-50645MoJI_Hp <LlnSysoprau Paramecium r,r3 BoAoenaoe loro-Bocroqsofi Asun: HoBbre
cuHreHbr r4Jrr.r HoBbre nngrr?> (2014 r.,140000 py6,).

- or 3apy6eNnrx HayqHbIX (foHgon 4 (pyrconoqnreJrb fpynrrbr-colrcnoJrHr.r'relr MexrgyHapo4Hofi
Zccre4oearerrcxofi fpynnrr GDRI <Dynamics and evolution of Paramecium genome)) (2014-2015 r.).;
pyKoBoAurenb rpyrrlbl-coucnoJrHlrrenr B paMKax Mex4ynapoAHoro Koucopqlryrua BMBS COST Action
8M1102 "Ciliates as model systems to study genome evolution, mechanisms of non-Mendelian inheritance,
and their roles in environmental adaptation" (2013-2015 r.); pyxonoAureJrb rpyrrnbr-concrorHurer.s
MexAyHapoAHoro fpaHTa nporpaMMbr France Genomics <Trans-generational epigenetic inheritance, genome
defence and mating incompatibility in the Paramecium aurelia complex of 15 sibling species>, Genoscope,
France (2013-2014 r.); oreercreeHurrfi ucrroJrHr{reJrs pa6or no rpaHTy Eeponeficrcoro Corcsa FP7-PEOPLE-
2009-IRSES <Ciliates as natural reservoir of potentially pathogenic bacteria: an ecological, functional and
evol utionary genomic investi gatio n" (20 | 0 -20 I 5 r.).

- LI3 Apyrlrx I4cToqHI4Kon 1 (nporpaMMa MopI{H r. llapuxa (OpauqrEr) "Research in Paris",
<feuernqecKae v 3rlureHerl,IqecKrae MexaHr,r3Mbr HaqaJrbHofo nz4oo6pa:oBaHvsy unrfysoplrfi Paramecium>,
201 5 r,).
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13. CneAenus o6 ercreprnofi AerreJrbHocrr4 (ureHcrno B AI{ccepraIII4oHHbIX coBerax,

3xcuepruoM coBere BAK, HayqHo-TexHLIqecKIlx PAH, I4Hbrx conerax)

_c20.06 roAa - oKcnepr no nplreMy Ef3 no 6uororrau

14, CseAeHus o .rreH0rse B peAKoJrJrerrr{x Haf{Hbrx xypHaJroB, oprKoMrrrerax Hayr{HbIX

r<ouQepeuqufi

- rrJreu peAKoJrJrerrM xypHana <Becurprr Car<llr-llerep6yprcxoro yHI,IBepcLIrera. Cepua 3,

Euororzq):
- co-opraHr{sarop Me)r(AyHapoAnofi uayunofi ron(fepeHuuu COST/GDRE Meeting "Ciliates'as
model systems to study genome evolution, mechanisms of non-Mendelian inheritance and

environment al adaptation", |2-| 6 May, 20 |3, Tallinn, Estonia

15. CeeAeH[s o [orrerHbrx pr aKa4eMvqecKr,rx 3BaHr{sx, MexAyHapoAHbIX, rocyAapcrBeHHI'IX,

aKaAeMr,rqecKr.rx rr r{Hbrx upeMr4sx, no6eAax B Mex.qyHapoAHbrx r4 Bcepoccrrficrux KoHKypcax

- flpeuua llpanzrelscrsa CaHxr-llerep6ypra n o6racu.r HayqHo-re4arornuecr<ofi

.{eflTeJrbHocru, 201 0 r.

16. Znue cBeAeHr.r.f, o Ha) {Ho-neAafonrqecroft /rnopuecKo-rlclorHlareJlbcKofi 4exre4rnocru
(no ycMorpeHhro [pereHAeHTa) -
- floa Mor{M pyKoBoAcrBoM 3arrlurqeno 4 Mafr.rcrepcKr.re Ar4ccepra\vvv 4 BKP 6araranpa; n
4annuft MoMeHT sBrrrocb pyKoBoAr4TeJreM oAHofi errnorH.f,enrofi BKP 6axasnnpa;
- Anrop 10 ycurux AoKnaAoB Ha MexAyHapoAHbrx xon$epenquxx (2 - trplrrJlalrrennrre).
- Irlnero orrbrr npoBe!.enufl.sausruir. co cryAeHTaMr4Ha anuzficnoM fl3blKe.

I4uero 6oree 70 ny6nurauufr, (s 6a3ax WoS Core Collection u Scopus 6onee 20) n o6racua
rrporr,rcroJrofwrlor uurcpo6vorofrlt4. Yqacreosan co creHAoBbrMt4 r't ycrHbrMrr AoKnaAaMI{ B

rpynnefiuux MexAyHapoAHbrx nporrdcroJrorurrecKrzx xonSepeuqzrx (MeN4yHapoAHbIe

KoHrpeccrr no llporzcroJrorr{r4 - 3anrq6ypr,200l; Canr<r-flerep6ypr, 2007; Banxynep, 2012;
Irlccre4onareJrbcKar roHSepenqus FASEB <Monexyrflpnas,6raororns zn$ysopzfi>, Kput, 2011,;

MeNgynapoAHbre coBerqaHr4r rro reHoMrrxe uHSysopuft Paramecium (Kpaxon, 2009; Pocr<o$Q,

20ll; Tarrunn, 2013)v no cun6uo3aM Me)KAy uu(pysopvtflMtru6axrepwrvru (fIuza,2}l};fluza,
2014) t4 Ap.). fpynua rroA Mor.rM pyKoBoAcrBoM yrracrByer B HecKoJrr,Kr{x MexAyHapoAHbIX
lpoeKrax, nocBflrrleuHbrx feHoMlrr<e nn$ysopufiParcmecium; e pa6ore r.rHTeHckrBHo uclorb3ylorcs
feHoMHbre 6agu Aanurx ParameciumDB u GenBank. Haura rpynra BJraAeer MeroAaMI{ pa6orrt c
zH$ysopurMr,I rr r4x 6arcrepnarbHBrMrr curvr6uourarrrr.r - KynbrlrBlrpoBaHr,Ie, gKcneplrMeHTtulbHoe

3apaxeHr4e, MeroArlKr{.4ereKu}ru 6ar<repufi (uero4sr cseronoft MriKpocKonuu, FISH) u ux
onpeAeneHux (pxa MoneKynqpno-6uonou4qecKr.rx rvrero4oe). Mrr yvacrnyeM B MexAyHapoAHoM
KoHcop{urye no rpaHry EnponeficKoro Corosa FP7-PEOPLE-2009-IRSES <Ciliates as natural
reservoir of potentially pathogenic bacteria: an ecological, functional and evolutionary genomic
investigation") <I,1u$y3opr{Lt KaK rrprpoAnufi pesepnyap 4rs. rroreHrlr.raJrbHo rrarofeHHbx
6axreoufi>.
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