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rlpeBanl4pylonlux B HaceJIeHaH PO. HI4P I43 cpeAcrB Cll6fy, Meponpurrue 1114. flponegeuue
Qyugarr,reurtull,Hblx HccJreAoBaHufi no axryalruofi Me)KAr4crl]t[luuapuofi reMaruKe (rcounlexcHue
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1 1. Cnegeunl o6 :rccnepruofi 4errerbHocru (vreucrro B Anccepraqr4oHHbrx coBerax, 3xcnepruovl
coBere BAK, Hayr{Ho-TexHnqecKr,rx coBerax PAH, uHbrx coeerax):

12. CseneHra.s o r{reHcrBe B

xoH$epeHrprfi:
peAKoJlJreru{x .HayqHbrx )KypHzIaoB, oprKoMIITeTax Hayr{Hbtx
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aKaneMuqecKnx
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v HHbrx frpeMu{x,
aKaAeMI,IqecKrzx 3BaHlrrx, Me)KAyHapoAHr,rx, rocyAapcrBeHHbIX,

no6e4ax B MelKAyHapoAHbrx 14 ecepoccuftcrnx KoHKypcax:

14. Zsr,te cBeAeHIr.q o HayqHo-neAaroruqecnofi/ reopvecKo-r4crroJrHurerrcrcofi Ae.flTefibHocru (no
yc MoTpeHr.rlo npereuAesra)
Mox aunycKHat KBtulu$uxaquoHuax pa6ora n 6axaraepuare 6rua flocBqilIeHa H3yqeHr4ro crrcreMbr
rpoilcrneuHoro cutu6nosa. B xo4e BLrnoJrHeHr,Ir sroft pa6oru -s no3HaKoMVrrcfl. e 6a:onr,rlrz MeroAaMt4
pa6orrt c nocJteAoBareJlbHocrtvrrz lHK u $znoreHeruxu. B Marncrparype r rtpoAolx<un pa6orarr c
AaHHbIMlt Iro ceKBeHupoBaHl'trc u ycllelxHo BbIIToJIHI{JI pa6ory I]o aHanr€y neKapcrBeHHo ycrofiuunoro
ry6epxynesa B nolryJlsuun Cauxr-llerep6ypra. Haluque orrbrra rro ceKBeHupoBaHr4ro rl KoMrrbrorepHoMy
aHar?r3y AaHHbIX, rIo3BoJIlIJIo nocryrlnTb Ha 2012 foAy n la6oparopuro l_(enrp reuoiuHofi
6nouQHoprr,r{rvnvt apr (Df ,{o6pxaucnoro. C caMofo Haqzua MolrM ocHoBHbrM rrpoeKTona 6ruo r43yqeHr,lt
reHoMa 14 nory/n.sIIHI,I a$puxancrux felapAoB. B xoAe pa6orsl q ocBoHr raKue fl3brKH
npofpaMMl4poBaHHt xaH R, Python, MySQL, B nae 2013 q yqacrBoBzrn B cnerlKypce rro roryn.flur.roHuofi
6noloruu s rcrKuoft AQpune, roropsrfi 6ru opraHr.r3oBaH aMepr4KaHcKofi accoquaquefi reuernxon
coBMecrHo c yHl4BepcureroM llperopuu Ans rIoAroroBKH cneuHzlJrrrcroB s o6racru coxpaHeHr4s nugon. B
nor6pe 2013 6sta crax(llpoBKa a xpynHefiruen xr,naficnoru 6zoun$opMaruqecKoM rleHrpe BGI e fopoAe
IITeub'{xeHt, cBfl3aHHat I BbITIoJIHeHIzeM TeKyurero [poeKTa rro ceKBeHHpoBaHHro reHoMa feilapAa.


